Supp. Fig.1 : Densities of average local and non-local Pearson Correlation Coefficients (PCC), for each tissue type, where correlations were estimated only over normal samples. Wilcoxon rank sum test P-value between the local and nonlocal distributions is given. In the local case, averages are taken over the correlations with neighbors of a given node, in the non-local case, the average is taken over a randomly selected number of nodes.
Supp.Fig.2:
Local network entropy boxplots for normal (N) and cancer (C) tissue, using all nodes of degree at least 2. Wilcoxon rank sum test P-values are given.
Supp. Fig.3 : Densities of the average of absolute Pearson Correlation Coefficients (APCC) for nodes at path length distances 1,2,3,4,5 and for the case of randomly selected nodes (NULL). Averages are taken over nodes in a shell with path length distance "d" away from a given node. Observe that the strength of correlations is not stronger than random at distances beyond path length distance 3. Supp. Fig.4 Table. 1: Analysis results of the Pearson Correlation Coefficient (PCC) and associated P-value (Pval) between the z-statistics of differential entropy (z(dS)), and node degree (k), between z(dS) and the t-statistics of differential expression (t(dE)), as well as their partial correlation analysis after adjustment for node degree (last two rows). These results were estimated over all nodes of degree at least 2 in the network. Table. 2: We list the top ranked genes showing the largest reductions in network entropy in bladder cancer compared to normal tissue. We provide the EntrezID, Gene Symbol, the differential entropy change, the associated z-statistic and P-value, the node degree, the t-statistic and associated P-value of differential expression.
